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Low Copy DNA Testing


Samples of DNA which are low in quantity are highly susceptible to allele “drop in” or “drop out” phenomena.  The evidentiary remnants of humans are normally found on the brink of cups and in other state of existences left inevitably during the course of perpetration.  The question of assessing and collecting of samples from an alleged perpetration location can fall into a series of following spectrum: “allele drop out”, “allele drop in”, stutter, and heterozygote imbalance.  

Statistically proven that low quantities of DNA have resulted in non-confirmatory solutions, but advanced practices can enable the process with the aid of PCR cycle such as, (1) PCR volume to get a more concentrated PCR products, (2) “filtration of the PCR products to remove ions that complete with the STR amplicons when being injected into the capillary”, (3) “use of formide with a lower conductivity”, (4) “adding more amplified product to the analysis tube”.  Some important guidelines are as follows:

1.  If samples reflect duplicated alleles that match with any of the samples then it shall not be reported.

2.  If one gene does not match with suspect’s STR profile then further testing should follow.

3.  Multiple tubes PCR amplification of every gene must calculated before reporting

Other uses of STR typing:

Characterizing Cell lines:
STR typing can help discover cross-contamination of cell lines and can be served as a reference for human cell gene

Monitoring transplant:
 It can help figure diagnosis failures or relapse of the diseases among recipients who have undergone bone marrow transplant.

Detecting Genetic Chimera: 
Its ability to detect genetically distinct cell lines in an organism.
Monitoring Needle Sharing:

This method can differentiate between single and multiple uses of syringe users.

Detecting Tumor Tumors:

This method can help monitor genetic deletions tumors in different types of cancer.

